Addition File 4: Snapshots of the search module
This snapshot displayed 150 genes in region A01:1,000,000-3,000,000 in G. hirsutum (NAU assembly), which was the default value when first visiting the Browse page. Step 1: Display all possible domains in selected domain database (e.g. Pfam) Users would select their wished items and perform a secondary search.
Step 2: Result gene list table based on users' selection The expression FPKM threshold could be customized (default value is 1). CottonFGD would display a list of genes expressed in all the selected experiments. This snapshot displayed searching G. barbadense genes expressed in petal.
